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The control of p97-mediated Golgi membrane fusion and the ubiquitination
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The Golgi apparatus occupies a central position in the vesicle transport
pathway. The Golgi biogenesis requires the p97/p47 membrane fusion pathway. p97 and p47 forms a

complex and the complex induces Golgi membrane fusion in cooperation with VCIP135 and WAC, a
dequbiquitinating enzyme and its activator, respectively.

In this project, we have succeeded in isolating a novel VCIP135-binding protein, p42. p42 forms a
complex with VCIP135 and p97, and is localized to the Golgi and ER as well as mitochondria.
Immunoprecipitation with anti-p42 antibodies showed that p42 was associated with actin in the Golgi
The deletion of p42 by siRNA caused the compressed Golgi, which is very similar to the Golgi
morphology observed in the cells which is treated with cytochalasin D, a depolymerizing reagent.
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p97 membrane fusion factors and actin fibers in the Golgi.
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