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To elucidate the mechanism of coordinate transcriptional regulation of
photosynthesis-associated nuclear genes (PhANGs) by multiple transcription factors, here we studied
the functions of transcription factors that regulate the assembly of photosynthesis machinery. In
summary, we demonstrated that GARP-type GLK and GATA-type GNC/CGA induce distinct PhANGs sets,
suggesting both transcription factors distinctly regulate the assembly of photosystems. Furthermore,

we have succeeded in prediction of novel GLK binding sequence.
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