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In the liverwort Marchantia polymorpha, thallus regeneration occurs
efficiently from excised thalli on phytohormone-free media. Based on the observations that the
endogenous level of auxin decreased transiently a few hours after excision and that regenerant
formation was repressed in the presence of auxin, transient reduction of auxin was suggested to
trigger cellular reprogramming. In addition, genes for auxin and cytokinin biosynthesis and for a
transcription factor were upregulated in auxin-reduction-dependent manner. Overexpression of this
transcription factor promoted regenerant formation in the presence of auxin. This study revealed a
relationship between changes in endogenous phytohormone levels and reprogramming of cells, and a key

factor that links these two processes.
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