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Phylogeny of Osmundaceae and evolution of phylogenetic relict species,
Osmundastrum cinnamomeum

Tsutsumi, Chie
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To clarify the phylogeny and evolution of Osmundaceae, which includes
phylogenetically relic species, Osmundastrum cinnamomeum, we performed a RNA-Seq technique using
young sporophytes of representative species in the family. The phylogenetic tree deduced from the
data of over 80,000 nucleotide bases, 0. cinnamomeum formed a clade with Todea and Leptopteris,
although the support was insufficient. Our study supported that 0. cinnamomeum has different
evolutionary backgrounds from those of Claytosmunda claytoniana. MIG-Seq analysis of 0. cinnamomeum
and C. claytoniana suggested that both species were genetically differentitated between Japanese and

American populations.
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