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Relationships between mating system and pituitary nerve hormones (VT/IT)
gene were studied among eight gobiid species, which were closely related each other. Although we
determined gene sequence of transcriptional regulatory region, there was no relationship between
mating system and patterns of gene sequences. Then, we injected VT/IT and their receptor antagonists

on the abdominal part for monogamous Trimma marinae and polygynous T. caudomaculatum, and measured
behavioral changes before and after treatments. While behaviors to establish and maintain a pair
were inhibited in the monogamous species, there was no significant difference in the polygynous
species. These results suggest that functions of VT/IT are as regulation for pair formation.
Phylogenetic analysis indicate that mating system of ancestor species is monogamy.
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