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Evolution of human-specific cell-cell communication in the brain of anatomically
modern human
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It has been suggested that the human-specific cell-cell communication
mediated by Siglec-11 in the brain contributed to the gain of higher mental activity in the human
lineage. To gain insight into an adaptive evolution in mental activities of anatomically modern
human, the evolution of molecules involved in this human-specific cell-cell communication was
examined. As a result, it was found that adaptive evolution began to operate on the human-specific
cell-cell communication in East Asian populations about twenty thousand years ago. It is considered
that this adaptive evolution has been driven by psychosocial stress due to change of social and
cultural environments. The human-specific cell-cell communication might be therefore involved in
social and cultural progresses in East Asia.
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