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In the present study, we focused on gBRM6.2, a known blast-resistance QTL in
experimental resistant rice line MC276. Because it was possible that Pid3-11, one of the alleles
at the Pid3 locus might be gBRM6.2 according to the previous results, we investigated the resistance
phenotype of Pid3-11 to Japanese isolates using Nipponbare transgenic lines that express Pid3-11.
The results showed that Pid3-11 was a race-specific but partial-resistance allele at the Pid3 locus,

suggesting strongly that Pid3-11 is gBRM6.2.
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