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Identification of QTLs that Determine the Earliness of Shiitake Mushroom Growth
and the development of DNA markers suitable for selection of QTL traits.

MATSUMOTO, Teruyuki
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In growing edible mushrooms, the period required from the time of spawn
inoculation to the growth of fruit bodies (earliness) is a critical breeding trait and is regarded
as a quantitative trait. In the present study, quantitative trait locus (QTL) analysis was performed

using shiitake mushrooms with the aim of elucidating the genes responsible for earliness. Results
presumed QTL in three linkage groups and clarified genes positioned in each region on the basis of
DNA marker sequences and reference genome information. We plan to further clarify the responsible
genes based on relationships between parent strains regarding polymorphic information and phenotypes

of genes at loci.
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