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Identification and use of soybean gene for downy mildew resistance
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Downy mildew reduces soybean seed quality and size. It is a problem in
Japan, where 90% of soybean grown is used as food. In the USA, 33 downy mildew races have been
reported, but race differentiation in Japan is unclear. To identify quantitative trait loci (QTL)
for downy mildew resistance effective in the Kanto and Tohoku regions, we performed QTL analysis
using five populations of recombinant inbred lines (RILs). We evaluated spontaneously developed
symptoms of the RIL. QTLs which were detected in both Kanto and Tohoku regions were verified by
evaluating recombinant fixed pairs or introgression line in both regions. In summary, two QTL on
chromosomes 7 and 18, which were detected in the population originated from ‘' Natto-shoryu” x °
Tachinagaha” , and one QTL on chromosome 8, which was detected in the population originated from
Satonohohoemi’ x * Fukuibuki’ , were confirmed to be effective in both Tohoku and Kanto regions.
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