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Abundance and community composition of benthic heterotrophic nanoflagellates

(HNF) were investigated in the surface layer of anoxic bottom sediment in the saline Lake Hiruga,
Fukui, Japan. HNF cells were recovered from the sediment samples by Percoll density gradient
centrifugation and were counted by epifluorescence microscopy. The HNF abundance in the anoxic
sediment was 10- to 100-fold higher than that in oxic water column of the lake. Sequences of the
V4-V5 hypervariable region of 18S rRNA genes were analysed using high throughput sequencing (HTS).
Application of an HTS technique indicated immense protist diversity and potentially novel phyla in
anoxic sediments of the lake. Our comprehensive analyses of HNF abundance and diversity provide a
blugprint for the further understanding of ecological roles of HNF in anoxic sediment microbial food
web.
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AHFIETIX, HEEEZFFo T ThBoofk iyt F CHRAREOBFHE N EZ RIS RN D
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Universal primer set Isolate-specific primer set
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