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Investigation on the virulence mechanism of Edwardsiella piscicida focused on
the type 111 secretion system

Okuda, Jun
3,600,000
Edwardsiella piscicida ( : E. tarda) ]
TTSS TTSS orfl3 orfl9 orf29 orf30
4
orfl3 orf19
orf29 orf30
11 orfl3 orf19

orfl3 orfl9

The Type 111 secretion system (T3SS) is essential for the virulence of

Edwardsiella piscicida (previously known as E. tarda) in fish. We inactivated four genes (orfl3,
orfl9, orf29, and orf30) located in the T3SS gene cluster using an allelic exchange method and found
that the virulence of E. piscicida strains carrying insertion mutations in the orfl3 and orfl9
genes was significantly attenuated in the Japanese flounder (Paralichthys olivaceus), similar to
that previously observed in zebrafish. However, E. piscicida strains carrying insertion mutations in
the orf29 and orf30 genes were not significantly affected. Lastly, all four insertion mutants could
not be replicated within macrophages 1solated from a Japanese flounder. These data strongly suggest
that E. piscicida strains carrying insertion mutations in the orfl3 and orfl9 genes may be
potential candidates for vaccine development to protect Japanese flounder from E. piscicida
infections.
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