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Analysis of bacterial risk factors for the development of Guillain-Barréeacute;
Syndrome among Campylobacter jejuni strains isolated from animal and food

sources
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Guillain-Barré&eacute; Syndrome (GBS), a neurologic disease characterized by
acute paralysis, is frequently preceded by Campylobacter jejuni infection. Among the diverse
lipooligosaccharide (LOS) molecules of C. jejuni strains, some structures closely resemble human
gangliosides, suggesting that molecular mimicry could trigger the neuronal injury observed in GBS.
The present study was performed to investigate prevalence of C. jejuni strains isolated from animals

with risk factors for development of GBS in Japan. A total of 496 C. jejuni strains from animals
and human enteritis were analyzed for serotyping, LOS typing, MLST typing, and expression of sialic
acid and GM1 epitope on the LOS. Our study concluded that only small numbers of C. jejuni isolates
from animal origins have been proved for the presence of ganglioside-like epitopes with sialic acid,
suggesting that C. jejuni strains showing bacterial risk factors for development of GBS exist among
animal isolates.
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