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Detection of emerging virus from plasma using Next-Generation-Sequencing
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In this project, we applied Next-Generation-Sequencing to detect

unrecognized viruses in dogs and cats. Circulating DNA/RNA was extracted from small volume of plasma
samples from clinical cases with lymphoma, hepatitis and fever of unknown origin suspected
infectious disease. We successfully detected feline immunodeficiency virus and sever fever with
thrombocytopenia syndrome in clinical samples. Endogenous retrovirus and virus-like nucleotide
sequence of host genome origin was detected in some cases possibly unrelated to pathological
condition. Human endogenous retrovirus and feline morvillivirus was also detected . The method
applied used in this project was useful to detect unknown pathogen from clinical samples in

veterinary medicine.
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