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Halophilic acidoghilic sulfur-oxidizing bacteria have gained increasing
interest because of their importance in bioleaching operations in salt-containing environments.
Acidithiobacillus sp. strain SH is a marine bacterium with sodium chloride-stimulated sulfur-,
sulfite-, and thiosulfate-oxidizing activities. The clarification of RISCs oxidation mechanism is
indispensable to develop the efficient bioleaching. A novel thiosulfate:quinone oxidoreductase (TQ0)
was purified and characterized from strain SH. The gene for TQO was determined in the draft genome
sequence of strain SH. The draft genome of strain SH provided further insights into the genomic
diversity of members of the genus Acidithiobacillus, enabled us to determine a gene encoding the
novel TQO, and contributed to a better understanding of the mechanism for RISCs metabolism in
sulfur-oxidizing prokaryotes.
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