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Development of methods for studying conformational dynamics of
ubiquitin-ubiquitin binding protein complex
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We developed an NMR method for determination of the distances between the
observed atoms and the paramagnetic probes in the protein-protein complexes that undergo exchange
between multiple conformations. We applied the developed method to the interaction between
ubiquitin and a ubiquitin-binding protein, and revealed that these proteins transiently form a
complex in which each protein adopts multiple conformations. The transient complex leads to rapid
formation of the functional complex in the conformational selection manner.
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