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Identification of plant secondary product glycosyltransferases by functional and
informatics analysis
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Plant secondary product glycosyltransferases in the anthraquinone glucoside
biosynthetic pathway have yet to be characterized. In this study, we isolated cDNAs encoding plant
secondary product glycosyltransferases from Rheum species by next-generation sequencing technology
and informatics approach. Several recombinant enzymes of these glycosyltransferases had
glucosylation activity toward anthraquinone aglycones. These results suggest that these
glycosyltransferases might be UDP-glucose: anthraquinone glucosyltransferase in Rheum species.
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