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c-Met Allosteric

c-Met kinase, an oncogenic c-Met gene product, is known to involved in the
many step of cancer growth and development. We have previously found an inhibitory protein against
c-Met kinase, and revealed it to bind to the allosteric site of c-Met kinase. Furthermore, the
mimetic inhibitory peptide (Vpep) was designed. By the in silico analysis of the binding mode of
Vpep in c-Met, we could design Vpep mimetic small molecules (Ai : Allosteric inhibitor) by our
COSMOS method. Interestingly, among them, Ail was found to enhance the inhibitory activities of
c-Met catalytic inhibitors (Ci).
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