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C;arification the regulation of short chain fatty acids transport function in
the liver.
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Short chain fatty acids, including acetate, propionate and butyrate, have
been shown to regulate various metabolic processes such as energy and lipid metabolism. Of these
short chain fatty acids, butyrate has been identified as a ligand for GRP41/43. Butyrate blood
levels would correlate with GLP-1 production and one of the determinants of the butyrate level is
its uptake/release by the liver.

Human organic anion transporter 7 (OAT7) / organic anion transporter 2 (0AT2) expressed at
hepatocyte membrane, has been functionally characterized as an exchange transporter of butyrate /
propionate with sulfate conjugated steroids.

The purpose of this study is to clarify the regulation of butyrate / propionate transports
function. As a first step we attempted to identify OAT7 / OAT2 interacting proteins by yeast
two-hybrid and immunoprecipitation followed by mass spectrometry in human liver cell lines. One of
the proteins identified by yeast two-hybrid was likely to regulate OAT7 function.
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(1)Protein binding

(2)RNA binding

(3)Catalytic activity
(4)Structural molecule act.
(5)Nucleotide binding
(6)DNA binding
(7)Transporter activity
(8)Enzyme regulator act.
(9)Signal transducer act.
(10)Motor act.
(11)Antioxidant act.
(12)Receptor act.

(13)No annotation available
(14)Translation regulator act.
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[Candidate proteins: Identification of fatty acid related proteins]
B Fatty acid desaturase 2 [FADS2_HUMAN]

B 7-dehydrocholesterol reductase [DHCR7_HUMAN]

B Fatty acid-binding protein, epidermal [FABP5_HUMAN]
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