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Analysis of a novel regulatory mechanism “CLIP Model™ of CDC-48, a AAA chaperone
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I found that both N and PUB domains, especially the PUB domain, of UBXN-6
are important for the interaction with CDC-48. In the mutant worms containing the PUB-domain-lacking
UBXN-6, mutant UBXN-6 was not detected by Western blotting. Interestingly, it was however detected

when the worms were treated with the proteasome inhibitor. These results suggested that the
PUB-domain-lacking UBXN-6 can not properly interact with CDC-48 and free UBXN-6 molecules were
degraded by the proteasome. This notion strongly supports the Clip model. I also found that the
amgunt of UBXN-6 was increased upon starvation and that UBXN-6 is involved in the formation of late
endosomes.
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