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A high quality AAV9 vector purification method was established by

chromatographic techniques only. The virus genome sequence and genome structure were also
independent, and AAV9 vector with a total titer of 10E + 14 virus genome or more could be prepared.
The ratio of the hollow particles was calculated from electron microscopic observation, and it was
shown that the purification method had reproducibility as high purity as 5% or less. Analysis of
particles containing a full-length genome by analytical ultracentrifugation results in 38%,
suggesting that further refinement of the preparation and purification method is necessary.These
results was published in Mol Ther Methods Clin Dev. 2018; 11: 180-190.
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