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We investigated the detection rate of the skin infection isolated
CA-MRSA-ST8-SCCmeclIVI clone used by PCR genotyping. Over 560 strains isolated from skin infection,
ST8 clone was detected 22.7% by the decubitus, open pus and unopen pus, especially decubitus and
open pus. Detection rate of ST8-SCCmeclVl was 4.8% on 560 strains, 21.3% on ST8 group. We
investigated that comparative analysis of TSST1 positive ST5 and ST8 used by RNA-Seq, because of
TSST-1 production control of ST8-SCCmeclVI clone clearly. As a result, tstl gene expression of
ST8-SCCmeclVI clone was significantly increased than TSST1 positive ST5 clone. Gene expression of
agr operon was extremely high in ST8-SCCmeclIVI clone, as well as transcriptional regulator genes
under agr operon control.

CA-MRSA ST8 TSST-1



MRSA MRSA(Healthcare-Associated

MRSA:HA-MRSA) CA-MRSA
CA-MRSA
1990 MLST ST1
STE( USA300) ST30 ST59 ST80
ST8 USA300

USA300 USAS300

ST8 CA-MRSA (CA-MRSA/J) (lwao Y, et
al, 2012 J Infect Chemother. 18:228-240) 2012 CA-MRSA/J

(Hagiya H, et al, 2014 Intern Med. 53:907-912) (
1)

(Community-Acquired methicillin-resistant
Staphylococcus aureus: CA-MRSA)
(CA-MRSA-ST8-SCCmeclVI )

CA-MRSA-ST8-SCCmecl VI

CA-MRSA-ST8-SCCmeclIVI

1
2
Staphylococcus aureus PCR
CA- MRSA-ST8-SCCmeclIVI
560 ST8 22.7%
ST8-SCCmeclIVl  4.8% ST8 21.3% ST8-SCCmeclVI
0S-MRSA ST121 mecA
indel ST8-
SCCmeclVI MiSeq RNA-Seq
TSST-1 ST5 tstl ST5
ST8-SCCmeclVI agr ST8-SCCmeclVI

agr

14

Kitagawa Hiroki Ohge Hiroki Hisatsune Junzo Kajihara Toshiki Katayama Keijiro
Takahashi Shinya Sueda Taijiro Sugai Motoyuki, Prosthetic Valve Endocarditis Caused
by ST8 SCCmeclVl Type Community-associated Methicillin-resistant Staphylococcus
aureus, Internal Medicine, 2019, DOI: 10.2169/internalmedicine.1415-18.

Moriwaki Masaya lwamoto Kazumasa Niitsu Yoshie Matsushima Ayako Yanase YuhKi
Hisatsune Junzo Sugai Motoyuki Hide Michihiro, Staphylococcus aureus from atopic
dermatitis skin accumulates in the lysosomes of keratinocytes with induction of
IL-1a secretion via TLR9, Allergy, 2018, DIO: 10.1111/all.13622.

5

ST8 CA-MRSA/J 30



2019

67 2019

63 2018
Aziz F, Hisatsune J, Liansheng Y, Masuda K, Sato’o Y, Ono K H, Kajimura J, Kusunoki
Y, Sugai M, A unique staphylococcal enterotoxin SEY : prevalence and it’s

characterization, 63 2018
, . ) , ST8 CA-
MRSA/J 63
2018
Cica Geneus Staph POT KIT
87 2017
62
2017
pEDINA 91
2017
Staphylococcus aureus
EDINA- SEZ 86
59 64
2016
Staphylcococcus aureus 86 59
64
2016
MRSA - - 32
( ) 2017
Staphylococcus aureus 69

2016

Kanako Masuda, Junzo Hisatsune, Motoyuki Sugai, Molecular characterization of
S. aureus isolated from skin infection in West Japan, ISSSI 2016 Seoul( ), 2016

Motoyuki Sugai, Junzo Hisatsune, Hitoshi Komatsuzawa, Takayuki Yamaguchi,
Fuminori Kato, Yusuke Sato, Hideki Hirakawa, lkuo Uchiyama, Naomasa Gotoh,
Kosuke Tashiro, Satoru Kuhara, Catalogue of Japan clones, clinically isolated
Staphylococcus aureus in Japan, 1SSSI 2016 Seoul( ), 2016



€y

Junzo Hisatsune

8 40513180

@



