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Invasion Mechanism of non-typeable Haemophilus influenzae into blood stream
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No difference in the serum bactericidal activity (Log killing) was found in
between blood isolates of NTHi (n=20) and sputum isolates of NTHi (n:21§. Expression of vacJ gene
did not correlate with bactericidal activity. Analyses with pangenome and Pan-GWAS for these NTHi
strains demonstrated that serum resistant strains tended to have the selected 16 genes. Two types of
genogroups were identified in these genes. Strains with type-1 genogroup were tend to be
serum-sensitive, strains with type-2 genogroup were tend to be serum-resistant. Because LOS-related
genes were included in the type-1 genogroup, a specific structure of LOS may be associated with
serum-sensitivity of NTHi strains.
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Haemophilus Test Medium Broth 10° cfu/ml
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Serum bacterial assay
(serum bactericidal activity; SBA) Log (CFU in inactivated NHS)-Log
(CFU in NHS)
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