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Identification and functional analysis of host factors involved in early steps
of hepatitis E virus infection
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In this study, to identify the possible entry receptors for hepatitis E
virus (HEV) infection, we investigated the antigenicity and morphological features of the
membrane-associated HEV particles. Our results indicated that membrane components are common between

the membrane-associated HEV particles and exosomes, and that the capsids of HEV particles are
individually covered by lipid membranes. In addition, our results suggested that the two candidate

proteins identified in our previous study could serve as different entry receptors for two distinct
forms of HEV particles.
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