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By employing a gain-of-function screen using a cDNA IibrarK derived from
interferon-treated cells, IFI27 and DNAJC14 were identified as cellular factors inhibiting the

replication of dengue virus. Gene expression analysis revealed that IFI27 was upregulated in
interferon-treated cells, whereas the expression level of DNAJC14 was unchanged upon the interferon

treatment. Importantly, the expression of these cellular factors suppressed the replication of not

only dengue virus, but also other flaviviruses such as yellow fever virus and Zika virus. Results

obtained in this study indicate that host cells intrinsically harbor antiviral factors, which may
inhibit the infection of flaviviruses with shared mechanisms-of-action, and some of the factors play
an essential role in the establishment of the antiviral state in an interferon response.
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