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StudK of molecular mechanisms of autism spectrus disorders focussing on protein
synthesis and proteolysis
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Tsc2 heterozygous knockout (Tsc2(+/-)) mice exhibited lower wet weight of
brain. Regarding for microglial cells and glutamatergic neurons, the expression levels of multiple
genes encoding marker molecules were changed in Tsc2(+/-) brains. Expression levels of 1,100
transcripts, accounting for approximately 4.5% of analyzed transcripts, were altered in Tsc2(+/-)
mouse brains and reversed by rapamycin. These transcripts were enriched in neoplasm formation, cell
differentiation and inflammation.Our findings suggested that increased transcription and translation

of genes increase brain wet weight and propensity for tumorgenesis, cell differentiation and
inflammation in Tsc2(+/-) brain.
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