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The aim of this study was to assess impact of epigenetic_changes on
complication, cardiovascular disease (CVD) and malnutrition, of chronic kidney disease. Prevalence
of epigenetic changes of klotho and sirtuin 1 promoter gene methylation were increased in both CKD
stage 4-5 and hemodialysis patients and tended to be increased in non-CKD patients with CVD. In
dialysis patients, klotho promoter gene methylation was associated with high prevalence of CVD
history and low score of geriatric nutritional risk index.
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geriatric nutritional risk index(GNRI)
GNRI
Klotho
.Klotho
Model 1 Model 2
CVD history GNRI
Odds (95% interval) P value Beta, SE P value
Age (years) 1.04 (0.99, 1.09) 0.08 -0.19, 0.05 <0.0001
Diabetes mellitus, yes 3.03 (1.14, 8.96) 0.02 1.11,0.55 0.05
Klotho promoter gene methylation (-) Ref. Ref. -
Klotho promoter gene methylation (+) 2.97 (1.05, 9.24) 0.04 -1.19, 0.59 0.04
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DNA methylation of Klotho promotor gene is associated with prevalence of cardiovascular disease in patients under
hemodialysis

ERA-EDTA

2018

Hirokazu Honda, Yasuna Kobayashi, Seiki Aruga, Daijiro Uetake, Takanori Shibata

DNA methylation of Klotho promotor gene is associated with cardiovascular disease and malnutrition in patients under
hemodialysis

2018

Klotho

2018




(Kobayashi Yasuna)

(20276611)

(33101)




