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Membrane trafficking of PD-L1 which is regulated by CUL3-BTBP
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An analyzed system for membrane trafficking of intracellular proteins was
established based on confocal images in NUGC3 gastric cancer cells which are fixed after
transfection of siRNA of 175 BTBPs and stained for integrin B 1.CUL3 was critical for the cell
surface level of integrin 3 1. After depletion of 175 BTBPs by siRNA, a family of adaptor proteins
for CUL3, we discovered that ANKFY1l, an early endosomal BTBP, wasalso critical for localization of
surface integrin B 1.CUL3 interacted with ANKFY1 and was required for the early endosomal
localization of ANKFY1l. These data suggest that CUL3/ANKFY1l regulates endosomal membrane traffic of
integrin [ 1.Next, we examine membrane trafficking of PD-L1 during depletion of CUL3 and ANKFY1l by
SIRNA.
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