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e The major issue in the era of advanced antiviral therapy is

hepatocellular carcinoma (HCC) developing after antiviral therapy. In this study, we aimed to
clarify HCC risk by analysis of viral genome and host gene using next-generation sequencing
technology.
e In hepatitis C, we found that viral factors (HCV core and NS5A mutation) and host factor (I1L28B
SNP) significantly changed the incidence of HCC after treatment. In hepatitis B, we identified the
preS region 132-141 amino acid region involved in the development of liver disease advancement. In
addition, we clarified the importance of hTERT promoter mutation in HCCs occurring after antiviral
treatment, and constructed a hTERT promoter mutation detection system by liquid biopsy.
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