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In this study, we conducted a national survey of the distribution of

hepatitis B virus (HBV) genotype in 2016, five years after the previous survey, to clarify the trend

of HBV genotype distribution in acute and chronic hepatitis B virus infection in Japan. We have
collected clinical information on 127 cases of acute hepatitis B and 4,350 cases of chronic
hepatitis B.
Aspa result of the final tabulation, there are 61 cases (48.0%) of genotype A in acute hepatitis B,
and 177 cases (4.1%) of genotype A in chronic hepatitis B. The proportion of genotype A in acute
hepatitis B and chronic hepatitis was almost unchanged since the proportion of genotype A was 47% in
acute hepatitis and 4.1% in chronic hepatitis in 2011.
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