©
2016 2018

DNA

DNA methylation level of 10 CpG sites on_8 specific genes in non-cancerous liver
tissues is useful to predict multicentric recurrence of hepatocellular
carcinoma after surgical resection

Torimura, Takuji
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The mechanism of multicentric recurrence after curative treatment of
hepatocellular carcinoma (HCC) is not clarified yet. The aim of this study is to clarify the
participation of DNA methylation in multicentric recurrence of HCC and also evaluate the possibility

of DNA methylation as a biomarker of multicentric recurrence.26 HCC patients recurred
multicentrically within 2 years after surgical resection (early recurrence group) and 22 HCC
patients without recurrence more than 5 years (no recurrence group) were enrolled. Between 1st and
2nd sets, 10 common DNA methylation sites which showed significantly different methylation level (p
<0.001) were identified on 8 genes. 9 sites of 10 common DNA methylation sites showed
hypomethylation level in early recurrence group. After curative resection of HCC, the DNA
methylation level in non-cancerous liver tissues seems to be a biomarker of multicentric recurrence

of HCC.
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