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Peptidomics for studying limited proteolysis in pancreatic cancer

Sasaki, Kazuki

3,700,000

We used mass spectrometry-based profiling of endogenous peptides released in
medium by cultured pancreatic cancer cell lines and immortalized pancreatic duct cell lines in
order to identify specific, extracellular proteolytic processing sites of secretory or transmembrane
proteins. Sequenced peptides were aligned on each parent precursor to generate proteolytic
processing maps. Some known processing sites such as peptide hormone processing or transmembrane
protein ectodomain shedding were recapitulated by this peptidomic profiling. In-depth analysis of
endogenous peptides would highlight more transmembrane proteins regulated by ectodomain shedding.
Accumulated profiling information can be used for identifying transmembrane proteins that could be a
potential target for treating pancreatic cancer.
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