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4 gene signature will predict the recurrence for stage I lung carcinomas.

Noro, Rintaro
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Surgery with curative intent is the standard treatment for stage 1 lung
adenocarcinoma. However, disease recurrence occurs in a third of patients, and additional adjuvant
chemotherapy will be needed for lung carcinomas with high risk for recurrence. There are no
validated molecular methods that prospectively identify patients with surgically resected lung
carcinoma with early stage at high risk for recurrence. We established the diagnostic system for
analyzing 4 gene signature including DLD1, XPOl, BRCAl and HIF1A, HOXA9 methylation, pathological
finding with vascular invasion, ACTN4 activity. We are analyzing how these modality would be able to

predict the recurrence with more precision. These system would prove the prognosis for lung
carcinomas with early stage.
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