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Molecular biological analysis of emphysema heterogeniety and treatment response
in patients with chronic obstructive pulmonary disease
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Our data demonstrated that the emphysema distribution and heterogeneity

between the upper and lower lung could affect the BDR. ADRB2 Argl6Gly genotypes in COPD patients may
predict the BDR to a short-acting [ 2-agonist in patients with upper lung dominant emphysema.
Individualized therapeutic strategies based on the heterogeneity of emphysema distribution and
genetic analysis of ADRB2 Argl6Gly polymorphism may play a key role in the treatment of COPD with 3
-adrenergic agonists. However, additional study to assess treatment of COPD patients classified by
ADRB2 genotype with long acting [ -adrenergic agonists will be necessary to confirm the clinical
value of the utility of measurement of EHI% and ADRB2 Argl6Gly polymorphism in the treatment of COPD
patients.
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