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Serum level of abnormally glycosylated IgAl is elevated in patients with IgA

nephropathy (IgAN) and formation of circulating IgA-immune complexes (1gA-1C) leads glomerular
deposition. To address molecular characterization of IgA-IC, we quantitatively identified proteins
in IgA-IC as well as in glomeruli derived from IgAN patients. Quantitative assessment of IgA-protein
complex identified 38 proteins increasing more in IgAN than healthy control. Within these 38
proteins, 10 proteins were decreasing after treatment. Regarding glomerular proteome, we detected
290 proteins increasing in IgAN. Proteins increasing both in blood and glomerulus seems to be
proteins related with glomerular deposition and/ or pathogenic pathway. Analysis of both IgA-IC from
serum and tissue by proteomic technique is a promising powerful method to identify specific
proteins related with the pathogenesis of I1gAN.
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