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<Production of a new tauopathy model mice> We tried to create a new
tauopathy model mouse that expresses a tau C-terminal fragment (Tau-CTF) that is easier to aggregate
than full-length tau. Although introduction of the target gene was confirmed in two lines,
expression of Tau-CTF was not observed. In the future, we plan to use genome editing.
<The role of TREM2 in co-culture model> As a result of performing co-culture by adding microglia
cell line BV2 to tau accumulation model using SH-SY5Y cells, insoluble tau accumulation in SH-SY5Y
cells decreased. In the future, we plan to use this model to examine the role of TREM2 on tau

accumulation.
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