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The _lymphoma microenvironment is a novel therapeutic target in the treatment of
patients with B-cell lymphoma
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Diffuse large B-cell lymphoma (DLBCL) is the most common B-cell mali?nancy
with varying prognosis. We assess the clinical impact of the tumor microenvironment on the clinical
outcomes and pathophysiological, molecular signatures in DLBCL using transcriptome analysis by
nCounter and DNA sequencing. The present study showed that the presence of normal germinal center
(GC)-microenvironmental cells, including follicular T, macrophage/dendritic, and stromal cells, in
Iymphoma tissue is highly associated with better prognosis. Novel prognostic model, based on
guantitation of ICOS, CDllc, and FGFR1 transcripts as distinct GC-microenvironmental cell markers,
clearly identified patients with graded prognosis. We also found an increased incidence of
unfavorable molecular signatures such as poor prognostic genomic alterations or
proliferation-related gene expression in DLBCL tissues lacking GC-microenvironmental cells. The
specific microenvironmental signature in DLBCL predicts clinical outcomes.
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