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Thirty-nine carbapenem-resistant Enterobacter cloacae complex (CRECC)
isolates recovered in Nagoya University Hospital from 2012 to 2016. Twenty out of 39 CRECC were
carbapenemase-producing (CP) ECC. Molecular epidemiologic analysis with MLST and Rep-PCR showed ST53

(6 strains), ST113 (7 strains), ST513 (2 strains) among CPE strains were genetically
closely-related. Whole genome sequencing analysis of plasmids from seven representative CPE strains
revealed that they all had similar structure of plasmid with class 1 integron containing IMP-1 gene
and IncHI2A replicon type.

Eighty-two ECC isolates, which were suspected to produce carbapenemase, were collected from 24
hospitals participated in an regional network in Aichi prefecture from 2014 to 2016. Eighteen out of

82 isolates, which were recovered from 4 hospitals, were shown to be IMP-1 producers. MLST analysis

revealed that CPECC isolates with same ST were identified in the specific hospitals, and rarely
seen beyond one hospital.
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(2) CPECC 20 CP CRECC 19

CPECC non-CP
CRECC (26.5 days vs 12 days, p=0.0076)
(60.0% vs 21.1%, p=0.0225) (60.0% vs 15.8%,
p=0.0079)
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IMP-1 46 43 IMP-6 2 NDM-5 1
CPECC 5 5 8 IMP-1 3
No Strains PIPC/TAZ  CMZ IPM MEPM Carbapenemase ESBLs AmpC
PMN1&-b K. preumoniae <16 32< 2< 2< IMP-1 N.D N.D
PM16-17 K oxytoca B« 32« 2 2« IMP-1 N.D N.D
PN16-18 K preumonioe 516 32« a1 2% IMP-& TEM, CTX-M-2 MN.D
PN16-31 E coli <16 32« 2 2« IMP-1 N.D N.D
PM16-32 K preumonioe <16 3= <1 2 IMP-1 ND MN.D
PM16-40 K preumonioe - 6ds B 16= IMP-1 SHY, CTX-M-9 M.D
PN16-41 K. preumoniae - b4 a 16 IMP-1 SHY, CTX-M-9 N.D
PM16-42 K pneumonioe - Gd< 16< 16 IMP-1 CTX-M-9 MN.D
PMN16-43 K preumoniae 4 32« 05 8 IMP-6 SHY, CTX-M-2 ND
PM16-46 K pneumonioe <B 16« - 4 IMP-1 TEM ND
PM16-48  E cloocoe complex 3z 16= - 2 IMP-1 ND
PM16-49 K preumonioe B 16« - =1 IMP-1 TEM N.D
PM16-50 K. pneumeniae <8 16< - <1 IMP-1 SHY, CTH-M-1 ND
PM16-51  E clogcoe complex 32 16= - 4 IMP-1 ND .
PM16-52  E clogcae complex =B 16« 4 IMP-1 ND
PM16-53  E cloocge complex B4 16< - 4 IMP-1 ND
PM16-55 £ cloocoe complex 32 T6= - 2 IMP-1 ND
PM16-59  E cloocae complex 16 32« Be Be IMP-1 ND
PM16-60 E. cloacae complex Bd = 32< 8 B« IMP-1 N.D -
PN16-61 K. oxytoca g 3= 8 Be IMP-1 ND -
PN16- ?3 E cloacae camp lex <8 32« B« B< IMP-1 ND -
PN15-17  E coli - 16 s 2= MNDM ND ND
PM15-27 £ clogoge complex <16 32= 4 e IMP-1 ND ND
PM15-47  E cloocae complex 32 16« - 8 IMP-1 TEM, CTX-M-9 ND
PM15-49  E cloocge complex 128« 16< - a IMP-1 ND ND
PM15-50 £ clogoge complex 16 16= - 2 IMP-1 ND ND
PM15-56  E cloocae complex 128 16« - 4 IMP-1 ND ND
PM15-57 K oxytoca <8 16« - =1 IMP-1 N.D N.D
PM15-58 K preumonioe =8 16= - ] IMP-1 ND D
PM15-60 K oxytaca Bl 32« 2 2« IMP-1 N.D N.D
PM15-69 K. pneumoniae B = 32< 2 2= IMP-1 TEM SHV ND
PM15-75 K preumonioe B < 3= 2 2= IMP-1 TEM SHY DHA
PM15-77 K pneumonioe Bl 2 32« 2 2« IMP-1 ND DHA
PN14-6 K pneumonioe =16 32« 2 2« IMP-1 TEM, 5HV N.D
PM14-8 K. pneumoniae =16 32« 2= 2« IMP-1 N.D N.D
PM14-12  E cloocge complex 64 Bd= 4 - IMP-1 N.D N.D
PM14-15 K preumonioe = = =025 8 IMP-1 3HY, CTX-M-2 MN.D
PM14-18  E coli 16 32« £1 2 IMP-1 CTH-Mm-2 N.D
PM14-19  E coli 516 32« 21 2« IMP-1 CTX-Mm-2 N.D
PMN14-22 £ clogcae complex 516 X2< 2< 2+ IMP-1 ND MN.D
PMN14-23  E cloocae complex B < 32« 2< 2« IMP-1 ND ND
PM14-24 K. preumonioe =16 32« < 2= 8P CTH-M-2 N.D
PM14-25 E. cloacae complex <16 32< 2« %1 IMP-1 N.D N.D
PM14-38  E clogcge complex B4 16= - 2 IMP-1 ND ND
PN14-42 K preumonioe 16 16< - 4 IMP-1 TEM, CTX-M-1 MN.D
PN14-43 K pneumonioe 16 16« & 16 IMP-1 ND MN.D
=:not tested, N.D: not detected
3
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K. pneumoniae  CPE 8 ST ST37 5 26.3%
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