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Autism-associated polymorphisms (SNPs) within the intronic sequences of
oxytocin receptor (OXTR) gene have been continually reported to correlate with variations in social
behaviors. However, how the intronic "non-coding" sequence variations can affect OXTR expression
patterns, neuronal connections, and the behavioral phenotypes remains elusive. In this study, we
employed the latest genome editing technology to generate novel knock-in reporter mouse lines by
which we could precisely recapitulate the brain region-specific OXTR expression profiles. We also
utilized these mouse models to investigate brain enhancer activities for OXTR expressions within the

intronic sequences. These new tools could be widely shared in science community to investigate
roles of oxytocin-oxytocin receptor system in social brains.
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