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Establishment of monitoring by circulating tumour RNA in patients with
metastatic melanoma
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Monitoring markers are emer?ing with which we can frequently and easily
evaluate the efficacy of systemic therapy. We established high sensitive quantitative analysis of
the mRNA of Tyrosinase, MART-1, gpl00 and Tyrosinase related protein in vitro. Because MART-1-mRNA
showed the highest sensitivity among the examines molecules, we performed the analysis in the
peripheral blood samples of 2 patients with advanced melanoma and 2 normal individuals. The
concentration of MART-1-mRNA (Reference gene: GAPDH) was significantly higher in the melanoma
patients than normal individuals. However the amount of MART-1 mRNA is not enough to use for
monitoring. The result suggested that more suitable candidates as monitoring marker are required,
probably in each patient. So, we trg now to establish the analytic system to detect individualized
candidates for suitable biomarkers by using single-cell RNA sequencing.
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