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Establishing autism model cells by gene editing technology
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Induced pluripotent stem cells (IPSCs) enabled detailed analyses of human
neurons in CNS disorders. However, due to complex genetic abnormalities found in ASD patients, and
due to various genetic backgrounds of the human species, the differences between neurons derived
from patients®™ 1IPSCs and those from control IPSCs can not be readily regarded as a result of genetic

alterations causing ASD. Applying genome editing technique, we introduced a single ASD gene
disruption in iPSCs, otherwise the identical genetic background with parental iPSCs. We established
two independent 610B1 iPSC colones with the NLGN4X gene disruptions. Both clones as well as parental
610B1 cells could not be differentiated to neurons, even by a couple of modified differentiation
protocols. Thus, we could not compared neuronal phenotypes of ASD model iPSCs with those of parental

iPSCs. We then made NLGN4X KO clones of two other iPSCs that have high efficacy of neuronal
differentiation. Analyses are in progress.
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Stk25 and MS act on neuronal polarization and migration in acompesation manner.
(201 8H7H26H~29H)
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Masahide Ueda, Tohru Matsuki, Shima Eda, Atsuo Nakayama
SON haploinsufficiency, which is causing an intellectual disability, dysregulates
neuronal migration in the brain of mouse embryo
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