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Exome sequencing of human breast cancer tissues resistant to taxanes.
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The aim of this study was to investigate the mechanisms of taxane resistance

using whole exon sequencing and expression analyses in human breast cancer tissues.

We selected six breast cancer patients whose tumors responded well to anthracycline treatment but
suffered disease progression on taxane treatment. We then performed whole exon sequencing on these
samples . In this way, we identified somatic mutations of candidate genes considered to be
instrumental for mediating resistance to taxanes. These candidate genes were APOBEC3F and ATP6V1A.
Kaplan-Meier analyses showed that high level mRNA expression of two genes were significantly
associated with poorer disease-free survival (DFS) and overall survival (0S). However, there were no
significant correlations between protein expression levels and DFS and 0S. We conducted a search
for these two mutations about 122 breast cancers treated with taxanes. Among these patients, no
mutations were found about both ATP6V1A and APOBEC3F.
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Exome sequencing analysis in human breast cancer tissues showing resistance for
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