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Development of predictive marker for recurrence of esophageal cancer using
lectin microarray

Empuku, Shinichiro
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We comprehensively analyzed glycan expression of an esophageal cancer

specimen using a lectin microarray system. Expression of 45 types of lectins in normal esophagus and
cancer tissue of 41 patients from 2008 to 2012 Compared. As a result, lectins significantly
decreased in normal tissues are AOL (p = 0.0035), AAL (p = 0.002), PHA (L) (p = 0.004), ACA (p = 0.
011). There were four lectins that increased significantly: TJA-1 (p = 0.048), HHL (p = 0.037), WFA
(p = 0.031), and SBA (p = 0.014). In univariate analysis, four lectins of PSA (p = 0.011), AOL (p =
0.027), AAL (p = 0.042), DBA (p = 0.040) were identified. As a result of performing multivariate
analysis based on the information from the clinic, one lectin, PSA (p = 0. 009), was identified. The
lectin was related to the recurrence of esophageal cancer. At present, we are investigating
validation of lectin PSA, and we are conducting research on expression of PSA in esophageal cancer
tissue sections by immunostaining.(985 letters)
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Table 1. Diferential giyean analysiz betwsen esophageal canesr tizzus Table.2 Correlation between recurrence and clinicopathological factors,
and normal control using data from 45 |sctine. in patients who underwent curative resection for stage I-ll esophageal cancer.
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