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The paper published by the support from this grant adopted a combined
clinical and theoretical approach for the goals of identifying successful/unsuccessful candidates
for liver resection and monitoring post-hepatectomy liver regeneration. This translational approach
was achieved by establishing a novel logistic growth framework with two carrying capacities of
successful/unsuccessful liver regeneration. The study predicted whether the liver of a patient will
succeed in recovering, with accuracies as high as 84-88% in both of a training cohort with cross
validation and a separate validation cohort by utilizing the mathematical tool. We also proposed a
powerful criteria to identify potential clinical predictors for successful liver resection and to
predict the time course of liver regeneration.
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