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Elucidation of microRNA as a biomarker related to structural remodeling on
atrial fibrillation
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In case of valvular disease complicated for atrial fibrillation, maze
procedure is performed at the time of surgery. However, some have maintained sinus rhythm and others
have occurred recurrence of atrial fibrillation after maze operation. In histopathological changes
in the left atrial appendage, it has been reported that there is a significant difference. For the

purpose of examining microRNA expression, it was firstly demonstrated that RNA extraction was
possible from formalin fixed paraffin block of the resected left atrial appendage. In addition,
after RNA quantification, a comprehensive microarray analysis of seven specimens (four sinus rhythm
group and three atrial fibrillation group) was performed. The up-regulated variable genes in the
atrial fibrillation group were 491 genes including TNNC1 and PDLIM5.
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