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Analysis of Predictive Biomarkers for Immune Checkpoint Inhibitors in Lung
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Programmed death 1 (PD-1), and its associated ligand (PD-L1) checkpoint
blockade immunotherapy caused a new paradigm shift in treatment for patients with non-small cell
lung cancer (NSCLC). Appropriate patient selection is critically important. To identify predictive
biomarkers immune checkpoint inhibitors, we comprehensively analyzed previously reported predictive
biomarkers such as smoking status, driver oncogene alterations, PD-L1 expression, MSI and tumor
immune microenvironment, and clarified the reciprocal relationship among them. We showed that MSI is

a rare event in lung adenocarcinoma. MSI cannot be used as a biomarker to predict the treatment
effect of immune checkpoint inhibitors for lung adenocarcinoma. NSCLCs can be divisible into
immunoreactive and non-immunoreactive tumors. The prognostic value differs according to the
immunomodulatory target and driver oncogene status.
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2 Hematoxylin and eosin staining, and immunohistochemical staining patterns of MLH1

and PD-L1 in a MSI-positive lung adenocarcinoma.
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4 Prognosis of adenocarcinomas(A) and squamous cell carcinomas (B) according to the

immune status
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