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Proteomic study using clinical materials for metastatic bone tumor toward the
understanding of molecular backgrounds and the development of novel therapy
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This study was conducted to understanding of disease mechanisms of
metastatic bone tumors, and to develop biomarkers. This study was characterized by the use of
clinical specimens and proteomics data. Large-format two-dimensional difference gel electrophoresis
and mass spectrometry were employed in this study. We created the protein expression profiles of
metastatic tumors, identifying the proteins unique to tumors, and found biomarker candidates as
proteins which could be released from the tumors and exist in the blood stream. Using the plasma
samples, we validated the presence of identified proteins in the patients with or without bone
metastasis. In addition, we investigated the protein expression differences among the metastatic
bone tumors with different original sites. Those proteins could be candidates of biomarkers for
differential diagnosis of malignancies of unknown origin.
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