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Development of novel markers for drug screening and descovery of mechanism to
neuroendocrine differentiation in castration resistant prostate cancer
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We will continue to establish passage technology and functional analysis
for preparation of 3D organoids from prostate cancer specimens.
In addition, immunostaining of YAP and ARHGAP29 showed significant correlation with clinical
factors, pathological factors and prognosis using specimens of radical prostatectomy. In cell line
analysis, expression of ARHGAP29 downstream of YAP is predominantly upregulated in PC3 and
significantly downregulated in LNCaP, and knocking down ARHGAP29 in PC3 significantly suppresses
cell proliferation and reduces invasiveness. And phosphorylation of YAP was promoted. Conversely,
over-expression of ARHGAP29 in LNCaP promoted cell proliferation and significantly enhanced
infiltration ability. Moreover, the phosphorylation of Cofilin was increased by knockdown of
ARHGAP29 in PC3 and the mechanism of acquisition of malignant traits via the YAP-ARHGAP29-Cofilin
pathway was elucidated in prostate cancer.
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