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Establishment of rapid detection and epidemiological method of Multi-drug
resistant bacteria in urinary tract infection
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We studied MALDI-TOF-MS using the principle of Mass spectrometry for the
purpose of rapid diagnosis of urinary tract infections, and demonstrated improved method for
gram-positive bacteria where we had troubles for their detection, and presented the paper. Next, we
performed the basic experiment Multiple-Locus Variable Number Tandem-Repeat Analysis: MLVA for rapid

epidemiological diagnosis of Escherichia coli and showed the efficacy on that purpose. That is,
using the carbapenem-resistant E. coli (n=23) and extended- spectrum beta- lactamase ESBL producing
E. coli (n=67) and we extracted those bacteria with different repeat number in every region and
decided repeat number. Then, it was diagnosed as closely related bacteria from tree diagram.
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