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In this study gene expressions were comprehensively analyzed in mice
cochleae following intense noise exposure by means of next generation sequencing (RNA-seq), DNA
microarray, and realtime RT-PCR. The intense noise exposure caused sensorineural hearing loss in
mice. It was clarified that a number of inflammation- and immunity- related genes was differentially

expressed in the cochlea at 12h following acoustic trauma as compared to the control cochlea
without acoustic trauma. The differentially expressed genes in the noise-exposed cochlea included
dozens of immunity-related cytokines and their receptors, such as Ccll2 Ccl2 Ccl4 Ccl7 Cxcll
Cxcl10 Ptgs2 upregulated genes and Ccr7 Cxcr2, Kngl Ltb Tnfsfl4 downregulated genes
Intraperitoneal dexamethasone was administered immediately after the noise exposure and further
modulated expressions of the inflammation- ad immunity-related genes in the cochlea at 12 hours
following acoustic trauma, but not at 24 hours and 48 hours.
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