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Identification of activated molecular pathways involved in treatment-resistant
head and neck squamous cell carcinoma
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For patients with head and neck squamous cell carcinoma (HNSCC), survival
rates have not improved due to local recurrence and distant metastasis. The epidermal growth factor
receptor (EGFR)-targeted therapies are not considered curative for HNSCC. Therefore, it is necessary

to use advanced genomic approaches to elucidate the molecular mechanisms underlying the
aggressiveness of HNSCC cells. The microRNAs (miRNAs) belong to a family of small non-cording RNAs.
Function of miRNA is a fine-tuner that expression of protein coding/noncoding RNAs by repressing
translation or cleaving RNA transcripts in a sequence-dependent manner. The presence of dysregulated
miRNA can disturb entire RNA networks. Numerous studies have shown that miRNAs are aberrantly
expressed in several cancers, including HNSCC. Novel miRNA-based approaches for HNSCC can be used to
identify potential targets for the development of new therapeutic strategies.
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